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<400> 1 

cttctctgcc agaagatacc atttcaactt taacacagca tgatcgaaac atacaaccaa 60 

acttctcccc gatctgcggc cactggactg cccatcagca tgaaaatttt tatgtattta 120 

cttactgttt ttcttatcac ccagatgatt gggtcagcac tttttgctgt gtatcttcat 180 

agaaggttgg acaagataga agatgaaagg aatcttcatg aagattttgt attcatgaaa 240 

acgatacaga gatgcaacac aggagaaaga tccttatcct tactgaactg tgaggagatt 3 00 

aaaagccagt ttgaaggctt tgtgaaggat ataatgttaa acaaagagga gacgaagaaa 360 

gaaaacagct ttgaaatgca aaaaggtgat cagaatcctc aaattgcggc acatgtcata 42 0 

agtgaggcca gcagtaaaac aacatctgtg ttacagtggg ctgaaaaagg atactacacc 4 80 

atgagcaaca acttggtaac cctggaaaat gggaaacagc tgaccgttaa aagacaagga 54 0 

ctctattata tctatgccca agtcaccttc tgttccaatc gggaagcttc gagtcaagct 600 

ccatttatag ccagcctctg cctaaagtcc cccggtagat tcgagagaat cttactcaga 660 

gctgcaaata cccacagttc cgccaaacct tgcgggcaac aatccattca cttgggagga 72 0 

gtatttgaat tgcaaccagg tgcttcggtg tttgtcaatg tgactgatcc aagccaagtg 780 

agccatggca ctggcttcac gtcctttggc ttactcaaac tctgaacagt gtcaccttgc 840 

aggctgtggt ggagctgacg ctgggagtct tcataataca gcacagcggt taagcccacc 90 0 

ccctgttaac tgcctattta taaccctagg atcctcctta tggagaacta tttattatac 960 

actccaaggc atgtagaact gtaataagtg aattacaggt cacatgaaac caaaacgggc 102 0 

cctgctccat aagagcttat atatctgaag cagcaacccc actgatgcag acatccagag 108 0 

agtcctatga aaagacaagg ccattatgca caggttgaat tctgagtaaa cagcagataa 114 0 

cttgccaagt tcagttttgt ttctttgcgt gcagtgtctt tccatggata atgcatttga 12 00 

tttatcagtg aagatgcaga agggaaatgg ggagcctcag ctcacattca gttatggttg 1260 

actctgggtt cctatggcct tgttggaggg ggccaggctc tagaacgtct aacacagtgg 1320 

agaaccgaaa cccccccccc cccccccgcc accctctcgg acagttattc attctctttc 1380 

aatctctctc tctccatctc tctctttcag tctctctctc tcaacctctt tcttccaatc 1440 

tctctttctc aatctctctg tttccctttg tcagtctctt ccctccccca gtctctcttc 1500 

tcaatccccc tttctaacac acacacacac acacacacac acacacacac acacacacac 1560 

acacacacac acacacacac agagtcaggc cgttgctagt cagttctctt ctttccaccc 1620 

tgtccctatc tctaccacta tagatgaggg tgaggagtag ggagtgcagc cctgagcctg 1680 

cccactcctc attacgaaat gactgtattt aaaggaaatc tattgtatct acctgcagtc 1740 

tccattgttt ccagagtgaa cttgtaatta tcttgttatt tattttttga ataataaaga 1800 



cctcttaaca ttaaaa 



<210> 2 

<211> 261 

<212> PRT 

<213 > Homo Sapiens 



<400> 2 
Met lie Glu Thr 
1 

Leu Pro lie Ser 
20 

lie Thr Gin Met 
35 

Arg Leu Asp Lys 
50 

Phe Met Lys Thr 
65 

Leu Leu Asn Cys 

Asp lie Met Leu 
100 

Met Gin Lys Gly 
115 

Glu Ala Ser Ser 
130 

Tyr Tyr Thr Met 
145 

Leu Thr Val Lys 

Phe Cys Ser Asn 
180 

Leu Cys Leu Lys 
195 

Ala Asn Thr His 
210 

Leu Gly Gly Val 
225 

Val Thr Asp Pro 

Gly Leu Leu Lys 
260 



Tyr Asn Gin Thr 
5 

Met Lys lie Phe 

lie Gly Ser Ala 
40 

lie Glu Asp Glu 
55 

lie Gin Arg Cys 
70 

Glu Glu lie Lys 
85 

Asn Lys Glu Glu 

Asp Gin Asn Pro 
120 

Lys Thr Thr Ser 
135 

Ser Asn Asn Leu 
150 

Arg Gin Gly Leu 
165 

Arg Glu Ala Ser 

Ser Pro Gly Arg 
200 

Ser Ser Ala Lys 
215 

Phe Glu Leu Gin 
230 

Ser Gin Val Ser 

245 

Leu 



Ser Pro Arg Ser 
10 

Met Tyr Leu Leu 
25 

Leu Phe Ala Val 

Arg Asn Leu His 
60 

Asn Thr Gly Glu 
75 

Ser Gin Phe Glu 
90 

Thr Lys Lys Glu 
105 

Gin lie Ala Ala 

Val Leu Gin Trp 
140 

Val Thr Leu Glu 
155 

Tyr Tyr lie Tyr 
170 

Ser Gin Ala Pro 
185 

Phe Glu Arg lie 

Pro Cys Gly Gin 
220 

Pro Gly Ala Ser 
235 

His Gly Thr Gly 
250 



Ala Ala Thr Gly 
15 

Thr Val Phe Leu 
30 

Tyr Leu His Arg 
45 

Glu Asp Phe Val 

Arg Ser Leu Ser 
80 

Gly Phe Val Lys 
95 

Asn Ser Phe Glu 
110 

His Val lie Ser 
125 

Ala Glu Lys Gly 

Asn Gly Lys Gin 
160 

Ala Gin Val Thr 
175 

Phe lie Ala Ser 
190 

Leu Leu Arg Ala 
205 

Gin Ser lie His 

Val Phe Val Asn 
240 

Phe Thr Ser Phe 
255 



